Pembrolizumab Iin Patients with Metastatic Breast Cancer with High Tumor Mutational Burden (HTMB):
Results from the Targeted Agent and Profiling Utilization Registry (TAPUR) Study
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Figure 3.

« Safety was consistent with product label for P (Table 3).
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Conclusions

These results suggest monotherapy with P has anti-tumor
activity in heavily pre-treated mBC pts with HTMB.
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